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The relation of the content changes of cardiac muscle Myoglobin( Mb ) mRNA to

degradation time in rats after death
WANG Quan—fang et al
(Department of Forensic Medicine ,College of Basic Medicine ,Chongqing Medical University)
[ Abstract JObjective: To study the degradation regularity of Moglobin (Mb) mRNAin rats and to explore the relationship between the time
of death. Methods : Using RT-PCR to detect the Mb mRNA levels of the corresponding time changes in rat heart after death at 25C + 1 C,
65% ~ 70% temperature and humidity control system,and use SPSS 17.0 software for data analysis. Results:The contents of the Mb
mRNA in rats gradually decreased with the lengthening of the postmortem interval,and it had a proximate linear relationship with the
postmortem interval.The degradation of Mb mRNA is lower than that in vitro. Conclusion: Mb mRNA was time-related degradation, and
the degradation under the conditions of the law was not entirely consistent in vivo and vitro; Mb could be used for estimating the earlier

postmortem interval.
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1.3 RNA 3%

HERRFRELC UL 100 mg B ABE b, A E B % 2T
BEEBARGIA trizole X7 1 ml, IR & H 0L 12 000
g B0 Smin, FRFE Smin, 5 02 ml G ASTRS . FE
#E 5 min, {RIBEEE L 12 000 g B0 15 min, FCEFM
0.4 ml FTNEE, EIRHHE 10 min, RIE & EE.OHL 12000 g 55
> 10 min, {58 E IS IE L 75% 2.8 1 ml PETLIE , (EIR B E B
LHL 12 000 g B0 5 min, (B R ZBEFER T RNA (2~5)
min, U\ DEPC /K% , R f5 B T -80CIKAHIRTF,

1.4 RT-PCR #H%

TG SRR A B SR S R E LA T 10 ol
KR, FRIEZ 5 x PrimeScriptTM Buffer 2 .1, Prime
ScriptTM RT Enzyme Mix 0.5 p 1, Oligo dT Primer 0.5 p.1,Ran-
dom 6 mers 0.5 .1, Total RNA 2 1 1,RNase Free dH,0 4.5 1,
R RESAt :37°CHEE 15 min, 85°C K% 5 5;-20CIEHE &,
SR HP LA SR 0T 5 SRR R B X R

PCR R Z ¥ 44724 509 bp, L7545 :5 -CCTG-
GAGTTTATCTCAGAAGTCAT-3", F#if2|4 :5° ~CCCTCTAA
GTAACCCTCTGTCT-3",25 w1k &, K& 95CAM 5
min,95°CZAEHE 30 s ,60°CiB K 30 s,72°CHEM# 1 min, #4735
AEIR, 72 CL A I 10 min,
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A TEARAATE AL B, 4 BIRT AR ST AH (72 h POFN
BIURSCIREH (24 h PR)FEFT 7 22500 (458 T 45 2 ) S A Tm] R B
Bt 7 B dE ), Ho4A 8] B3 A Student—Newman—Keuls 353
7 ¢ K, P<0.05 AERBHRITHERE Lo
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27, AR, TEMRRAF4] RNA B PMI AOSE K 2 #7k%
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B X (P<0.05), £ 2 W PA Lh 3 A ST R L(P<0.05) {2
BARAE] LB TGS 22 L (P>0.05), Mb M & BRI %S
PMI &) [|] 5 75 78 Je P %8 7 B0 (R):y=-26.923x+366.41 ,R%=
0.978 2; y=—46.963x+343.85,R%=0.9483, R A F 0.90, HR
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Mb E—FRr T8RN 178 kD P MAEESEH, 4
— S REEA— M R AA R, TEHFE T ARWILY
KL BEILR, OLP S BN ER, FEIIRERE AN
HAVBBATF4E . Mb B4 T2/, B MR, 35 FHHEH
WiE R (ER A, FHIR K, RS OISR AL EREN
AR A AR R . I NAMF S EE AT ATH SO

F1 EHEASEEACH Mb mRNA RERE BRI =B K EE(n=5,x+s)

piAm: ! TE{E Mb( x 10%) B & Mb( x 10%)
Oh 339.59 + 10.09 340.29 + 3.30
1h 301.15+9.71 247.90 +3.35
2h 285.14 + 9.64 179.71 + 3.44
4h 260.82 +9.78 129.98 = 3.40
6h 243.67 +9.64 95.58 +3.37
8h 218.43 +10.00 49.32 +3.40

12h 176.94 £ 9.91 9.66 + 3.28
24h 136.27 £9.97 7.71 £ 1.00
48h 65.30 = 10.04 0.00 + 0.00
72h 11512 6.72 0.00 + 0.00

T FER A 5 B R4 43 B T LA P<0.05 5 S5 ARAR4H A LL 4L P<0.05
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Interleukin—13 and interleukin—18 on the expression of nerve growth factor

mMRNA in bronchial asthma model of rats
LIAO Ling—fan et ol
(Department of Pediatric Chongging Health Center for Women and Children)
[ Abstract JObjective: To investigate the effect of interleukin—13 and interleukin~18 on the expression of nerve growth factor mRNA in
bronchial asthma model of rats. Methods: Four Wistar rats were sensitized and challenged with ovalbumin to establish an asthma model,
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